Citrobacter freundii, a member of the Enterobacteriaceae family, has been linked to opportunistic infections in neonates and immunocompromised adults. Here, we report the complete genome sequence of a T4-like myophage, Maleficent, which infects C. freundii. C itrobacter freundii is a Gram-negative bacterium belonging to the family Enterobacteriaceae. Apart from causing opportunistic nosocomial urinary tract infections in immunocompromised patients (1, 2), C. freundii has been associated with fatal cases of neonatal meningitis (3, 4) . With the rise of antibiotic-resistant Citrobacter strains (5), alternative treatment options such as phage therapy are being explored (6, 7). The isolation and characterization of bacteriophages infecting C. freundii, such as the myophage Maleficent described in this study, could help with such strategies.
